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c Project information #1 Pre-analytical phase #1a Anthropometric parameters #1b Lifestyle (#2) Sampling (#3) Storage of the 
blood

(#4) Whole blood (#5) Isolation (#6) Cell suspension and storage before counting (#7) Counting PBMC fraction (#8) Respirometry Respiration data SUIT protocol: 7 - the number of the SUIT protocol according MitoPedia 
(http://www.bioblast.at/index.php/MitoPedia:_ SUIT), add the number and columns for another SUIT protocol(s) if 

performed with the same blood cells

cell 

count

PLT 

charcteristics Yield Number ratio abnormalities Cell count PBMC contaminating PLT characteristics Yield Recovery Number ratio

Time delay 

Cells: into chamber in chamber Type of protocol

IO2

[amol·s
-1·cell-1]

Source Ethical committee 

approval

Aim Data inserted by Last update Date Species Ethinicity Tissue Cell type Group Medication Underlying medical 

conditions

Pregnancy Sex Age Height Weight BMI Waist 

diameter 

Smoking Alcohol intake Diet Weekly physical activity Strenious physical 

activity restriction

Fasting Resting Time of blood 

sampling

Blood

volume

Anticoagulant Note

to sampling

Storage 

duration

Storage 

temperature

Agitation 

method

Storage

dark/light

Note

to storage

Cell count

system

WBC PLT NEUTR LYMPH MONO PBMC PDW PDW MPV PBMC PLT PLT/PBMC NEUTR/PBMC LYMPH/PBMC Isolation

protocol

Isolation 

medium

Isolation 

duration

Isolation 

Note

Resuspension

media

Temperature

media

Stock

volume

Storage 

duration

Storage

temperature

Storage

agitation 

method

Storage

dark/light

Count from

stock/chamber

Dilution* 

for count 

WBC PLT NEUTR LYMPH MONO PBMC PBMC

size

Viable

PBMC

Viability

method

PDW PDW MPV PBMC PBMC PLT/PBMC NEUTR/PBMC LYMPH/PBMC counting ->

respirometry

Respirometer Operator DLD file Chamber Medium Temperature Chamber 

volume

Cell type cell suspension

volume

initial

CNce
initial

CNvce
intact - ce 

permeabilized - pce

ce1 ce2P ce3Omy ce4U ce5Glc ce6M ce7Rot ce8S 1Dig 1c 2Ama 3AsTm 4Azd

Institution Number Research/Diagnostic Name yyyy-mm-dd yyyy-mm-dd 1-yes, 2-no, NA Details 1-yes, 2-no, NA Details 1-yes, 2-no, NA F/M years m kg kg·m-2 cm 1-yes, 2-no, NA 0, 1, 2, >1, >2, NA
normal, 

ketogenic… light, moderate, vigorous, NA h h hh:mm hh:mm mL hh:mm °C 106·mL-1 106·mL-1 106·mL-1 106·mL-1 106·mL-1 106·mL-1

fL/cell % fL/cell

106 cells 106 cells

cell/cell cell/cell cell/cell hh:mm °C mL hh:mm °C

106·mL-

1
106·mL-

1
106·mL-

1
106·mL-

1
106·mL-

1 106 cell µm/cell fraction fL/cell % fL/cell 106 cells cell/cell cell/cell hh:mm °C mL mL 106·mL-1
106·m
L-1

MitoFit / unpublished / Figure X or Table X in the manuscript
University of 
Innsbruck Nr. 12/2017 Research ZS 2018-03-14 2017-06-21 human Caucasian blood PLT control 48 12 00:15 08:00 16 K3EDTA 01:00 23 no light Sysmex 7.47 243 3.72 3.04 0.51 3.55 12.8 10.8 56.8 3888 68.5 1.05 0.86 thrombocytopenia Innsbruck-2 DPBS 01:10 cold wash DPBS 23 0.58 - - - - stock 10 5.89 14 0.15 4.89 0.84 5.73 8.83 0.96 Acridine orange/Luna 13.1 13.4 33.2 0.59 2.4 0.026 0.85 00:08 O2k Luiz 2017-06-20 PS8-02.DLD B MiR06 37 2 PBMC 1.5 1.437 ce 4.48 4.76 1.68 18.47 16.45 15.83 0.58 0.91 12.37 10.81 0.61 46.63 43.45

1) Consensus protocols for blood cells
(Verona Innsbruck Poznan Lund)

SOP/Protocols for PMBC and Platelets (isolation, cryopreservation)



2) Data repository for comparative data evaluation,
planning of future studies, data mining – cell lines



Quantitative data

Task

Respiration ATP ROS MitoPotential

Higher than control (1), Lower than control (-1), No Change (0)

Cell lines (control and disease condition): 
•Human fibroblasts, Mouse fibroblasts
•SH-SY5Y
•HeLa, HEK293



Parkinson’s cellular models

• Human dermal fibroblasts: control, PINK1, LRKK2, VPS35
• SH-SY5Y (overexpression and downregulation)
• Cybrids (human platelets and SH-SY5Y or NT2 Rho zero)
• Mouse fibroblasts (control and transgenics)
• N2A 

Parkinson’s murine models

• Transgenic mice (PINK1KO, HtrA2 KO, Parkin KO)
• Toxin models (6OHDA, MPTP)

Alzheimer’s cellular models

• SH-SY5Y (overexpression  APPmut)
• HEK293
• CHO
• PC12

Alzheimer’s murine models

• Transgenic mice: 3xTg, Thy1-APP

Data collection



Quantitative data

Qualitative data: scoring system

Problem: 

different measurements units, different parameters 

and lack of  original data 

to be able to get the data into the same format

Information Quantitative

Parameter 1 Parameter 2 Parameter 3 Parameter 4 Parameter 5 Parameter 6 Parameter 7 Parameter 8 Parameter 9 Parameter 10

background Complex I Complex II Complex I+II ETS (E) - uncoupled LEAK OXPHOS ROX

no substrates driven driven driven

MITOCHONDRIAL FUNCTION - OTHER PARAMETERS

ROS-DCF(cytoplasm)
ROS - Mitosox 
Mitochondria Mito potential ATP production Morphology



Qualitative data



Future

•Blood cells: finish and publish the work

•Cell lines: Still to collect and compile data in cell lines


